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Executive Summary 

The Florida panther (Felis concolor coryi) is one of the most endangered large mammals 
in the world. The biological circumstances of geographic isolation, habitat loss, resulting small 
population size and associated inbreeding have resulted in significant loss of genetic variability 
and health of the population. The genetic variability and health of the Florida population must 
be restored for the taxon to sutVive even with adequate habitat preservation and other 
enhancement measures. The Florida panther is a named subspecies of the cougar, Felis concolor 
coryi, that formerly occupied southeastern United States and was contiguous with other 
populations of the species but presently is restricted to a small relict population in southern 
Florida. The range of F. c. coryi was contiguous with that of the Texas cougar, F. c. 
stanleyana, prior to the twentieth century, and it is likely that genetic exchange occurred 
between these groups because there were no dispersal batriers between their ranges. 

The translocation of animals from the historically contiguous west Texas population into 
south Florida will restore genetic variation. The restored genetic variation will allow for more 
rapid adaptive evolution of the population, allowing for continued maintenance or improved 
demographic performance and stability, in contrast to the continued decline and instability that 
would be expected if the population becomes increasing homogeneous and inbred. Thus, we 
would expect that genetic restoration will lead to an increase in reproductive performance and 
survival. 

A workshop was convened by the Conservation Breeding Specialist Group of the 
SSC/IUCN at the request of the Florida Game and Fresh Water Fish Commission to assist in the 
formulation of a plan for the genetic restoration and management of the Florida population of 
Fe/is concolor. The meeting was hosted by the White Oak Conseivation Center on 11-13 
September 1994. Nineteen people participated in the workshop and contributed to the final 
document. This is the third workshop devoted to developing genetic management strategies for 
restoring genetic variation to small populations which have rapidly lost genetic heterozygosity 
and are suffering adverse effects ascribable to this genetic loss and inbreeding. The present 
workshop was devoted to the needs of the Florida panther program for a genetic restoration plan. 

The level of introgression required to reverse the effects of inbreeding and genetic loss 
in the Florida population has been estimated at 20%, or 6 to 10 effectively breeding individuals, 
based on the estimated current population of 30 to 50 breeding adults (Seal et al. 1992). An 
initial release will be made of 8 non-pregnant young adult females from the Texas population. 
Supplemental additions will be utilized as needed to fully achieve and maintain desired 
restoration results. Maintaining restored genetic health of this population will require the 
occasional translocation of animals to achieve an immigration rate of at least one new breeder 
per generation into the small population in south Florida. This level of restored genetic exchange 
will prevent renewed inbreeding or continued loss of genetic variability from the Florida 
population. Implementation of this plan will require continous monitoring and management to 
restore and maintain the genetic health of the population. 
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Objectives and Strategies 

Objectives: 

The objectives of the plan are to: 1) reduce occurrence of inbreeding; 2) restore genetic 
variability and vitality of offspring produced and recruited as breeders into a healthier, more 
resilient population of F. c. coryi and; 3) to resume the evolutionary adaptive potential of the 
South Florida population by restoring levels of genetic diversity to the levels typical of other 
subspecies of Felis concolor in western North America. 

Strategies; 

The current genetic diversity of western F elis concok>r is most likely typical of the 
Florida population prior to its isolation and therefore will be used as the model for genetic 
restoration of Fe/is c. coryi. The Texas population of Felis concolor will serve as the source of 
genetic stock for translocation, since that population was historically contiguous with the Florida 
population. 

The strategies to accomplish the objectives include 1) methods and locations for adding 
genetic variation to the Florida population, 2) selection and management of the animals to supply 
the genes, 3) monitoring of the genetic introgression and of its effects on the genetics and 
morphology of the resident Florida population, and 4) uses of the captive program for 
systematically measuring the effects of introgression and developing supporting methods for 
controlled reproduction. 

1. Methods and Locations 

A. Direct translocation of non-Florida (western Texas) animals into suitable 
unoccupied territories or potential territories in south Florida is the primary approach 
selected to achieve genetic restoration. 
B. The potential translocation sites are in Everglades National Park (Long Pine Key), 
Big Cypress National Preserve (Loop Road, Turner River Unit), northern Fakahatchee 
Strand State Preserve, eastern Addition Lands and select private lands in Hendry County. 
These sites would allow the translocation of 8 female Texas animals that would have the 
potential to recruit and mate with Florida panther males. 
C. The level of introgression required to reverse the effects of inbreeding and genetic 
erosion is estimated at 20%, or 8±2 individuals, based on the estimated current population 
of 30 to 50 breeding adults. The 8 introduced individuals need to produce at least 2 
surviving offspring that recruit into the Florida population and mate with animals already 
in the Florida population. Since not all introduced individuals may survive and breed 
successfully, this part of the program will need to be monitored and continue until 8 
introduced individuals do recruit and produce at least 2 offspring each which survive and 
breed in the population. 
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D. Maintaining restored genetic health of this population will require the occasional 
translocation of additional animals to achieve a recruitment rate of at least one new 
breeder per cougar generation into the small population in south Florida. 

2. Selection and Management 

A. Animals selected for translocation will be 2-4 year old, non-pregnant, females 
from widely distributed areas of the range of the source population, and without cowlicks, 
kinked tails, or cardiac abnormalities. Litter mates will not be selected. Otherwise, 
selection will not include other morphological or molecular criteria. 

B. The threat of infectious disease in translocation programs is an issue of major 
concern because of the inherent risks involved with the introduction of pathogens into 
wild populations of naive animals. Conversely, introducing naive animals into 
populations harboring potential lethal organisms also has potential consequences. 
Therefore, animals selected for translocation will be quarantined to collect biomedical 
information for health screening of candidates prior to release. 

3. Moniroring 

A. The extent of introgression of Texas genes into the Florida population will be 
assessed by three different approaches: (1) pedigree analysis based on founder 
contributions from the Florida and Texas populations, (2) molecular genetic analysis of 
markers that show differentiation between the two populations, and (3) analysis of 
morphological characters that can differentiate between the populations and which may 
be associated with adaptation. 

B. Demographic components of fitness will be monitored in the genetically restored 
Florida population and compared to data on the present and recent historical population. 
A comprehensive pedigree database (studbook) will be established for the Florida 
population. Pedigree analyses methods are seriously compromised when parentage is 
unknown. Uncertainties regarding parentage will be resolved when possible using such 
techniques as molecular genetics and behavioral observations. 

4. Captive Population and Research 

A. The role of the captive population will shift from one preserving subspecies 
variability to one consistent with current objectives for genetic restoration. Institutions 
holding Florida panthers in captivity will manage them in accordance with management, 
research, and educational objectives and needs identified in the genetic management plan 
and the Florida Panther Recovery Plan. 
B. Actions will be undertaken to continue the development of artificial insemination 
(AI), so this technology can be utilized as may be appropriate to accomplish genetic 
restoration. 
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Introduction 

The Florida panther (Felis concolor coryi) is one of the most endangered large mammals 
in the world. Geographic isolation, habitat loss, resulting small population size and associated 
inbreeding have resulted in significant loss of genetic variability and health of the population. 
Natural gene exchange that occurred historically between the Florida population and other 
contiguous populations of Pelis concolor ceased to occur when the panther became 
geographically separated from other populations of the species. Gene flow occurs as individuals 
disperse among populations and breed. Just as dispersal is the natural mechanism for gene 
exchange and maintenance of genetic health within populations, those same dispersing breeders 
minimize the occurrence of inbreeding within populations. Inbreeding increases when dispersing 
breeders can no longer immigrate into the fragmented population, resulting in inbreeding 
depression, loss of genetic variation, declining health, reduced survivability, lower numbers and 
eventual extinction. 

We now understand this scenario as part of the extinction process (Gilpin and Soule 
1986). It is this biological circumstance that perhaps most affects the health and survival of the 
Florida population. While other human related factors affect health of the panther's environment, 
we now understand that genetic variability and health of the Florida population must be restored 
for the taxon to survive even with adequate habitat preservation and other enhancement measures 
(Seal et al. 1992). 

It is difficult to precisely describe F. c. coryi as it previously existed and thus design a 
profile upon which to base a restoration objective. The major differences observed in 
morphological and genetic traits between the Florida population and other populations of Felis 
concolor are likely due to the severe inbreeding and genetic bottleneck that has occurred in the 
Florida population (Seal et al. 1992). However, western populations of Felis concolor have not 
undergone inbreeding and genetic bottlenecks similar to that of F. c. coryi (Roelke et al. 1993). 
For these reasons, we assume that they appear today as they did at the time the Florida 
population became geographically isolated and are the best model for what F. c. coryi did look 
like previous to geographic isolation. Molecular genetic analysis indicate that western 
populations have levels of genetic diversity significantly higher than currently exist in the Florida 
population (Roelke et al 1993). Furthermore, there are low levels of genetic divergence among 
subspecies of Fe/is concolor (Roelke et al. 1993; O'Brien et al 1990). Therefore, we will use 
western Felis concolor as the model for genetic restoration of F. c. coryi and our objective is to 
restore levels of genetic diversity in the Florida population to the levels typical of western 
populations of Pelis concolor. 

This genetic restoration will be accomplished by reinstating gene flow from western 
populations into the Florida population by selectively translocating individual animals that can 
be recruited into the population as breeders. Such a management action seeks to mimic historic 
immigration into the population. The intent is not to replace, or swamp, the F. c. coryi gene 
pool with western Pelis concolor genes. Rather, the intent is to reduce occurrence of inbreeding 
and restore genetic variability and vitality of offspring produced and recruited as breeders into 
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a healthier more resilient population of F. c. coryi. Furthermore, the enhanced genetic variation 
and gene flow will provide the necessary genetic material to restore the process of natural 
selection to the Florida population. Thus restoration is intended not only to resolve the current 
problems associated with loss of genetic variation, but also to restore evolutionary adaptive 
potential of the Florida population. Recovery of F. c. coryi will be greatly enhanced by such 
actions. 

Direct translocation of non-Florida individuals into suitable unoccupied territories or 
potential territories in south Florida is the primary approach selected to achieve genetic 
restoration of that population. The primary reasons for selecting this approach are the immediacy 
of introducing selected genetic material into the wild population and the elimination of possible 
confounding factors that might be associated with the use of individuals produced in captivity. 
Two other processes that will have application and aid in the genetic restoration process are 
captive breeding and the use of artificial insemination (AI). AI technology presently is not 
developed as a reliable technique in F elis concolor. Actions will be undertaken to continue the 
development of AI so this technology can be utilized as may be appropriate to accomplish 
genetic restoration. The specific role of a captive program to assist the genetic restoration and 
management of the Florida panther has been redesigned consistent with objectives for genetic 
restoration of the wild population (see section on Captive Population below). 

The level of introgression required to reverse the effects of inbreeding and genetic loss 
in the Florida population has been estimated at 20%, or 6 to 10 individuals, based on the 
estimated current population of 30 to 50 breeding adults (Seal et al. 1992). An initial release will 
be made of 8 non-pregnant, young adult females from the Texas population. Supplemental 
additions will be utilized as needed to fully achieve and maintain desired restoration results. 
Maintaining restored genetic health of this population will require the occasional translocation 
of animals to achieve an immigration rate of at least one new breeder per generation into the 
small population in south Florida. This level of restored genetic exchange will prevent renewed 
inbreeding or continued loss of genetic variability from the Florida population. 

Translocation and Monitoring 

The most practical method for restoring historical levels of genetic variability in the 
remaining population of Florida panthers and increasing the likelihood of its long-term survival 
is to translocate wild non-Florida individuals into the south Florida population. The most 
appropriate source of genetic variation for the south Florida population is in the Texas population 
(Felis concolor stanleyana) because the range of F. c. coryi prior to the twentieth century was 
contiguous with that of the Texas cougar, F. c. stan/eyana, to the west and it is likely that 
genetic exchange occurred between these groups because there were no dispersal barriers 
between their ranges. Female Texas animals 2-4 years of age would be the best individuals for 
the translocation because they would be more prone to remain near release sites, less likely to 
have adverse impacts on the existing population, and more easily assimilated into the existing 
panther population. 
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Selection ofAnimals for Translocation 

The animals captured for translocation generally will not be pre-selected to conform to 
any genetic type, as there is no way to detennine which genes presently in the Texas population 
would be most adaptive in Florida. However, because some genetic traits (hair whorl or cowlick, 
kinked tail vertebrae, and atrial septa! defect) that are at high frequency in Florida but low 
frequency elsewhere will be used as markers of the progress of genetic restoration, any Texas 
animals that show those traits will be rejected. Animals with a cowlick or kinked tail will be 
detected at the time of capture. Atrial septa! defects in candidate animals will be detected during 
examination in quarantine. All genetic and morphological traits presently being monitored in the 
Florida panthers will be measured during quarantine to provide a baseline of data. The 
quarantine protocols for ensuring that the translocated animals do not transfer any contagious 
diseases into the Florida Panther population will be the same as presently used for Florida 
animals, except as may be noted in specific protocols. 

Animals will be selected for translocation to maximize their probability of establishment 
into territories and subsequent breeding. Translocated animals will be non-pregnant, young 
females, 2 to 4 years old. Subsequent genetic comparison of the genetically restored Florida 
population to the source population for genetic exchange requires that the capture locality of each 
animal used for translocation be documented. Moreover, the animals chosen for translocation will 
not include any that are known or suspected to be closely related (siblings). Translocated animals 
will be selected, to the extent possible, from geographically diverse areas within the range of the 
Texas cougar. 

Identifying Potential Release Sites 

Existing telemetry data coupled with field observations of uncollared panther sign reveal 
several potential areas for release of translocated animals. These gaps, as well as areas that are 
vacant but recently supported female panthers are dispersed throughout the currently occupied 
range of the Florida population. It should be pointed out that release of Texas animals into south 
Florida is not intended to merely add more individuals to the population but to restore overall 
health and vitality of the population to a more natural level. Intrinsic limiting factors related to 
habitat quality and availability may already maintain panther numbers at or near maximum 
density or may be the cause for fluctuating or ephemeral populations in some areas such as 
Everglades National Park or the southern Big Cypress National Preserve (Bass and Maehr 1991). 
Releases of too many additional animals into an area of already limited resources may have 
destabilizing or other negative effects on these tenuous and apparently recent subpopulations. 

The candidate translocation sites are in Everglades National Park (Long Pine Key), Big 
Cypress National Preserve (Loop Road, Turner River Unit), northern Fakahatchee Strand State 
Preserve, eastern Addition Lands and select private lands in Hendry County. These sites would 
allow the translocation of 8 female Texas animals that would have the potential of interacting 
with Florida panther males. 
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Monitoring and Evaluating Translocated Animals 

Monitoring of the introduced Texas animals will be incorporated into the current schedule 
for monitoring Florida panthers. Introductions will be evaluated by comparing survival, 
movements and home range sizes of introduced animals with those of Florida panthers and 
documenting reproductive behavior, denning and kitten rearing. 

All dens of Texas females will be visited within the first month of detection. Kittens will 
be examined, uniquely marked, blood and other tissue samples acquired as needed, and returned 
to the den. Kittens will be recaptured at approximately 6 months of age and radio-instrumented; 
standard morphological measurements and biomedical samples will be taken. Tissue sampling 
for genetic analyses will be of particular importance to document introgression of the Texas 
genetic material into the Florida population. 

The goal is to have a balanced representation from each introduced Texas animal with at 
least 2 individuals from each Texas x Florida intercross recruited into the population. The kittens 
produced through matings of Texas females with Florida males would be expected to remain with 
their mother for 1.5 to 2 years. Female offspring often establish home ranges that overlap their 
mother or share a common boundary (Maehr et al. 1991). Translocated Texas females eventually 
may be removed to create a vacancy for recruitment of an Fl female into the Florida population. 
The Fl generation will be monitored as described above to document the success of their 
recruitment Any removed animals may be relocated to another location within the south Florida 
study area, incorporated into the captive breeding program, used as an addition to concurrent 
panther re-establishment studies, or returned to Texas. 

Monitors of Genetic Admixture 

The extent of introgression of Texas genes into the Florida population (genetic admixture) 
will be assessed by three methods: pedigree analysis based on founder conttibutions from the 
Florida and Texas populations, analysis of molecular genetic markers that can differentiate 
between the two populations, and analysis of morphological characters that are differentiated 
between the populations and which may be associated with adaptation. Each of these methods 
has inherent power for quantifying genetic introgression in populations as well as limitations in 
interpretation. Their usefulness and specific advantages have been demonstrated in other species 
and offer an important measure of the quantity of genetic introgression. 

Pedigree Analysis 

Analysis of a population's pedigree can be used to monitor the genetic processes within 
populations (Lacy et al. 1994). If information on parentage is completely known, transmission 
of genes from one generation to the next can be tracked assuming each offspring receives 50% 
of its genes from each of its parents. This approach will be used to monitor the spread of F. c. 
s. genes in the F. c. c. population, document any further inbreeding, and help determine the 
genetic origins of traits that appear in the population. Pedigree data (sex, parentage) will be 
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combined with life-history data (data of birth, date of death, reproductive events) to allow genetic 
and demographic analyses. 

A computerized pedigree database (studbook) will be established and maintained for the 
Florida population to record parentage, sex, date of birth, location, reproductive history, and date 
of death of every individual in the population. Any uncertainty in the data must be clearly 
identified in the database. The pedigree will be maintained in a centralized location and available 
in a standardized format (e.g., SPARKS) to facilitate management and analyses. 

Pedigree analyses methods are seriously compromised when parentage is unknown. 
Uncertainties regarding parentage will be resolved when possible using such techniques as 
molecular genetics and behavioral observations. 

Molecular Markers 

Molecular markers of genetic vanallon have emerged in recent years as powerful 
estimators of the extent and character of population genetic variation and differentiation. By 
scoring a group of highly polymorphic genetic markers, it is possible to estimate the proportion 
of population genetic admixture following intercrossing, such as is proposed for the Florida 
panther. Initially a series of markers will be identified (nuclear and mitochondrial) that 
differentiate between the present day Florida population and the introduced Texas animals. These 
markers are not thought to reflect adaptive genetic differences, rather they would be useful 
primarily for discriminating the proportional genetic contributions of the two closely related 
populations. The biological materials required for identification will include specimens (blood 
samples and immortalized skin culture biopsies) of living Florida animals and Texas animals used 
for release and intercrossing. 

Two categories of molecular genetic markers will be a priority for analysis: mitochondrial 
DNA genes and nuclear microsatellite (di-,tri-, and tetra-nucleotide repeat) loci. Mitochondrial 
genes are ideal because of their rapid genetic divergence, primarily maternal inheritance, lack 
of recombination, and ample genetic theory for interpreting patterns of variation. Microsatellites 
are ideal nuclear markers because there are a large number of loci known in cats, abundant 
genetic variation due to high mutation rate, and their PCR format assay makes them feasible to 
analyze with limited amounts of tissue. Other categories of genetic loci (minisatellite or VNTR, 
isozymes, ¥-chromosome locus introns, MHC variation) may also be considered but would not 
constitute a first priority. 

An estimate of the quantity of population genetic exchange can be calculated by 
quantifying the extent of variation allributable to Texas vs. Florida genetic markers in subsequent 
generations. They will reflect an overall estimate of admixture because the markers are not the 
genes subject to adaptation or selective pressure. The proportion of genes subject to adaptive 
pressures and that may have been retained from the Florida animals may be different and should 
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not be presumed identical to genetic marker frequencies. Sufficient polymorphic markers should 
be assayed to allow unambiguous genetic identification of each animal translocated from Texas 
and their offspring. 

Morphological Characters 

The Florida panther was originally described by Cory (1896) and named as a distinct 
subspecies by Bangs (1889). The original taxonomic description of F. c. coryi was based largely 
on geographical distribution and cranial morphology, specifically the occurrence of a distinctive 
broad frontal region of the skull with rather broad and highly arched nasals (Bangs 1989; 
Goldman, 1946). Belden (1986) reported two additional morphological characters consistently 
observed in Big Cypress Swamp panthers: a ridge or whorl of hairs similar to a cowlick on the 
mid-dorsal thorax and a 90 degree angle or kink in the posterior tail vertebrae. An analysis of 
636 F. concolor specimens, including 35 Florida panthers, collected from 1896 to 1987, 
observed an 83% incidence of the cowlick in Florida panthers compared with 4.8% in other 
subspecies (Wilkens et al. in press). The kinked tail occurred in 100% of 18 examined 
specimens of Florida panther from Big Cypress Swamp for which post cranial skeletons were 
available (Belden, 1986; Wilkens et al., in press). The majority of these specimens postdate the 
demographic reduction of F. c. coryi. The tail kink and cowlick were likely less frequent in the 
historic outbred ancestors of F. c. coryi. Although tail kinks, cowlicks, and a shortened skull 
have been used in taxonomic descriptions of the Florida population, all of these characteristics 
may be consequences of inbreeding and consequently they should not be regarded as traits that 
should be deliberately preserved in future populations of Florida panthers. 

Morphological traits are an important component of the monitoring program for tbree 
reasons. First, perhaps more than any other kind of trait, morphology defines the essence of F elis 
concolor. The maintenance of species characteristics can be assessed by routinely recording 
morphological traits during population recovery. Thus, miniaturization for example, would be 
an undesirable consequence of genetic drift during recovery. Such evolution outside the normal 
limits of F elis concolor variation could be detected by monitoring body size. Second, some 
morphological traits may be adaptations to local conditions in Florida. Such traits should be 
monitored even though their status as adaptations may be questionable. Pelage color should be 
monitored, for example, because dark coloration is suspected to be an adaptation to environments 
such as are found in south Florida. Third, some morphological traits are reflections of 
inbreeding. Such traits (e.g., kinked tails, cowlicks or hair whorls) are likely to have recessive 
inheritance and should be monitored with the expectation that they will be masked by 
introgression (i.e., not be expressed in first generation intercrosses of Florida and Texas animals). 
Although recessive deleterious traits should not be expressed in first generation intercrosses, they 
probably will be expressed in later generations in a minority of intercross descendants. This 
decline in frequency of expression is a normal and desired result 

Monitoring morphological traits will allow the documentation of the combined effects of 
genetic exchange and adaptation to the Florida habitats via natural selection. Morphological traits 
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will be scored under four circumstances: (1) shortly after birth, (2) at approximately 6 months 
of age, when animals are under anesthesia while being fitted with radio-collars, (3) at each 
handling of the animals for other purposes, and ( 4) after death. Routine weight and other 
measurements will be made (body mass, body length, tail length, chest girth, neck girth, shoulder 
height, hind foot length, ear length) on kittens, young adults and at necropsy. Kinking of the tail, 
cowlicks and other unusual characteristics will also be scored. All wild and captive animals that 
die and can be recovered will be prepared as museum specimens (skin, skull and skeleton). 
Pelage characteristics and skull measurements (including bilateral asymmetries) will be recorded 
from such specimens. 

Variation in most morphological traits is affected by environmental circumstances as well 
as inheritance. Although environmental contributions to variation within populations can 
sometimes be substantial, genetic effects are often the predominant influence on morphological 
traits (Mousseau and Roff 1987). The monitoring of morphological traits is based on the 
reasonable assumption that at least part of any differences detected may be genetic. Detailed 
studies of morphological inheritance in Felis concolor are not available; therefore, the possible 
inheritance of traits must be decided on a trait-by-trait basis by comparison with results for 
closely related species (e.g., domestic cat) or more distantly related vertebrates (e.g., hoofed 
stock, humans). Thus, white flecking that has been observed on some F elis concolor hides is 
caused by tick scars and is almost certainly nongenetic. Conformational traits on the other hand 
(e.g., measurements of body parts) are usually highly heritable in domestic animals and so may 
be capable of rapid evolution in F elis concolor. 

Each individual will be assigned a unique identification number that is used in all 
circumstances to insure that museum vouchers can be matched up with tissue samples, medical 
records, etc. Marking with passive integrated transponders may be the most infallible way to 
accomplish this identification. Such transponders will be injected into a body region (e.g., ear 
cartilage) that is permanently attached to the hide of the specimen. Ear tattooing is a good 
backup, but not a substitute for a transponder. In addition, site of origin and breeding history 
of the animal will be documented for each specimen. The site of origin for individual Texas 
animals that are used in translocations is especially critical because Texas populations may differ 
in genetic constitution, pathogen load, etc. The site of capture for each Texas animal will be 
established. 

Monitoring of Maladaptive Traits 

Population declines and associated inbreeding in the Florida panther have resulted in 
significant losses in genetic variability and viability. The population exhibits multiple 
physiological abnormalities that are likely a consequence of recent close inbreeding. This 
inbreeding has resulted in a high incidence of maladaptive traits which include reproductive and 
medical abnormalities. Furthermore, the Florida panther has suffered from numerous health 
problems and infectious diseases that may be a consequence of a defective immune system. The 
goal of the genetic restoration is to reverse the consequences of inbreeding and monitor the 
reduction in frequency of the maladaptive traits. 
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Maladaptive traits 

1. Reproductive abnormalities 

The occurrence of detrimental reproductive traits includes a high incidence of 
cryptorchidism, morphologically-abnormal sperm per ejaculate and malformed sperm acrosomes. 

a. Cryptorchidism: Cryptorchidism is heritable and is suspected to result from a 
sex-limited recessive (or possible dominant) autosomal gene in several domestic species: dog, 
sheep, swine, and cat (Romagnoli, 1991; Burns & Fraser, 1964; Claxton & Yeates, 1972; 
McPhee & Buckley, 1934). Sixty-five percent of free-ranging Florida panthers of Big Cypress 
genetic lineage are cryptorchid, while there has been only 1 cryptorchid male of 7 males in the 
Everglades population (Dunbar, 1994). Cryptorchidism has not been observed in medical 
examinations of over 40 free-ranging cougars captured in Texas, Colorado, British Columbia, or 
Chile, and was observed in only two of more than 50 captive males, one in Chile and one in a 
US zoo (Roelke et al., 1993). Circulating testosterone concentrations were lower in male Florida 
panthers with only one descended testicle than in those with two, whereas testosterone levels in 
Florida panthers with two normally descended testicles were no different from males in other 
cougar populations (Barone et el., 1994). In addition, cryptorchid male Florida panthers tend to 
produce fewer motile sperm per ejaculate than normal males: 0.54 xl06 compared with 2.19 x 
106 (Barone et al, 1994). A high incidence of cryptorchidism has been recently observed in the 
last two decades, a period in which there have been a number of documented matings between 
close relatives (Roelke et al., 1993). These observations document the rapid rise toward genetic 
fixation of a maladaptive genetic trait in a small population that continues to inbreed. 

b. Spermatozoa! Traits: Semen quality and endocrine and reproductive functions 
have been shown to be adversely affected in some inbred lines of several species, including mice, 
cats, 2 lion subspecies and cheetahs (Wildt et al., 1994). Comparative reproductive analyses of 
seminal traits in five feline species, revealed that Florida panthers males display some of the 
poorest seminal quality traits ever recorded for any felid species or subspecies (Barone et el., 
1994). Total motile sperm per ejaculate in Florida males is 18-38 times lower than in other 
cougars, 30-270 times lower than in other felids and 30 times lower than in the cheetah. 
Although cougars and other large felids tend to produce high proportions of morphologically 
abnormal sperm, the Florida panther has a significantly greater frequency of malformed 
spermatozoa {average 93.5% per ejaculate) than any other subspecies; particularly noteworthy was 
a 42% incidence of acrosomal defects, a trait that renders sperm deficient in fertilization potential 
(Barone et al., 1994). 

2. Medical defects 

a. Atrial septa! defects (ASD): Atrial septa! defects, tenned patent foramen ovale, have 
been found in 5 out of 55 documented Florida panther mortalities from 1972 through July 1994 
(Roelke et al., 1993; Dunbar, personal communication). This defect may have contributed to 
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death in 4 out of 5 of these cases. ASD has been observed in several species including humans 
(ASD is the most common congenital heart defect in human adults) (Braunwald, 1992), but has 
not previously been observed in cougars and only rarely in domestic cats (Bolton & Lui, 1977 
). The etiology of ASD is not well understood, but certain cases in humans suggest an 
autosomal dominant mode of inheritance (Lynch et al., 1978; Mascia et al., 1987). Heart 
murmurs have been detected in Florida panthers, sometimes at high frequencies; however, the 
relationship between ASD and heart murmurs is not clear. Recently, hypo- and hyper­
vitaminosis A have been ruled out as potential causes of cardiac abnormalities in Florida panthers 
(Dunbar, 1994). The etiology of the cardiac defects is unknown, however, there may be a 
genetic explanation. 

Assessment and Surveillance of Clinical Health and Reproductive Status 

Health Screening and Quarantine of Ca:ndidotes for Tra:nslocotion 

The threat of infectious disease in translocation programs is an issue of major concern 
because of the inherent risks involved with the introduction of pathogens into wild populations 
of naive animals (Wolff and Seal 1993). Conversely, introducing naive animals into populations 
harboring potential lethal organisms also has potential consequences. Therefore, biomedical 
information is needed for health screening of candidates prior to release. The following is a list 
of clinical health parameters and treatments that will be assessed during quarantine to select 
individuals for translocation. 

1. Complete physical examination with emphasis on cardiac evaluation. Further 
cardiac assessment including ECG, chest radiography and ultrasonography will be 
performed if heart murmurs are detected. 

2. Serum chemistry and hematological evaluation. 

3. Evaluation for internal and external parasites. 

4. Vaccinate and apply appropriate therapy to prevent introduction of pathogens and 
to ensure animal survival post-release. 

5. Screen for various bacterial, viral, rickettsial and protozoa! diseases that may 
include but not be limited to FlP, FIV, FeLV, panleukopenia, calicivirus, rhinotracheitis, 
rabies, brucellosis, and toxoplasmosis. 

If future translocation programs include the release of males, a complete reproductive evaluation 
including semen analysis and sperm morphology assessment will be conducted. 

Clinical Health and Reproductive Assessment of Captive and Free-ranging F. concolor in the 
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Restoration Program 

Since the population of Florida panthers has suffered from numerous fatal infectious 
agents, the following is a partial list of clinical health and reproductive parameters and treatments 
that will be assessed in captive and free-ranging F. concolor including intercrosses. 

1. Complete physical examination with emphasis on cardiac evaluation. Further 
cardiac assessment including ECG, chest radiography and ultrasonography may be 
performed if heart murmurs are detected. 

2. Serum chemistry and hematological evaluation. 

3. Evaluation for internal and external parasites. 

4. Vaccinate and apply appropriate therapy to prevent introduction of pathogens and 
to ensure animal survival. 

5. Screen for various bacterial, viral, rickettsial and protozoal diseases that may 
include but not be limited to FIP, FIV, FeLV, panleukopenia, calicivirus, rhinotracheitis, 
rabies, brucellosis, and toxoplasmosis. 

6. Toxicological screen of fat and blood for heavy metals, organochlorines, PCBs 
and others. 

7. Assess reproductive traits and semen quality in adults. 

8. Nutritional screen (trace minerals and others). 

9. Evaluation of metabolic parameters (T3, T4, cortisol, etc). 

10. Evaluation of reproductive hormones (estradiol, testosterone, FSH, LH, etc.) 

11. Evaluation of immune system function (i.e., CD4:CD8 lymphocyte ratio, etc.) 

12. Evaluate causes of adult and kitten mortality through complete pathologic 
examination. 

Monitoring Demographic and Fitness Parameters during Genetic Restoration 

The existing Florida Panther population is threatened by demographic problems as well 
as genetic problems (for example, mortality rates are unacceptably high, and habitat is not 
sufficient to allow expansion of the population to a more stable size; Seal and Lacy 1989). The 
translocation of non-Florida animals into south Florida will restore genetic variation and, 
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therefore, may increase fecundity and survival. In addition, the restored genetic variation will 
allow for more rapid adaptive evolution of the population, allowing for maintained or improved 
demographic performance and stability, in contrast to the continued decline and instability that 
might be expected if the population becomes increasing homogeneous and inbred. Thus, we 
would expect that genetic restoration will lead to an increase in reproductive performance and 
survivability. 

Outbreeding depression, a possible negative consequence that could result from 
introgression, has been considered, but was rejected as an implausible outcome of the planned 
genetic restoration. For example, the outcrossed panthers in the Everglades subpopulation showed 
a reversal of some of the effects of inbreeding seen in the Big Cypress segment of the population 
(O'Brien et al. 1990), and showed no evidence of outbreeding depression. The proposed 
intercrossing for genetic restoration would be between populations that are much more similar 
genetically, and would more recently have exchanged genes via natural migration, than were the 
subspecies that were crossed in the Piper stock that was subsequently released successfully into 
the Everglades (Roelke et al. 1993). Outbreeding depression would be unprecedented for a cross 
between such closely related and recently diverged mammalian populations as the Florida and 
Texas F. concolor. It will be necessary to monitor demographic parameters of the intercrossed 
population to assure that damaging effects of the genetic restoration did not occur, and to 
document the likely beneficial effects of genetic restoration. 

The planned genetic restoration consists of an initial introduction of sufficient animals so 
that approximately 20% of the breeders in the population will consist of migrants from the Texas 
population. This will be followed by further genetic management that results in at least 1 
translocated animal recruiting into the breeding population per generation (about 6 years). This 
rate of genetic mixture would not be so great as to cause genetic swamping of locally adapted 
traits presently in the south Florida population. After the initial genetic restoration, any locally 
adapted gene would still persist at a frequency of about 80%, and a majority of the next 
generation would consist of animals that are homozygous for any Florida-adapted genes. Natural 
selection would further increase the frequency of non-Florida genes that were advantageous, and 
would keep low the frequency of any non-Florida genes that may be maladaptive in the south 
Florida habitats. Ongoing gene flow at a rate of at least 1 new breeder recruited per generation 
(perhaps 2-4% of the breeding population) would over many generations lead to the replacement 
of locally adapted traits only if the selective advantage of the locally adapted trait over the non­
local variant of the gene was less than the rate of immigration (2-4% ). The low probability of 
loss of genetic traits that have a slight adaptive advantage in the Florida environment would 
likely be much more than offset by the substantial advantage gained by the reversal of the 
deleterious effects of inbreeding already seen in the population. 

The demographic components of fitness that will be monitored in the genetically restored 
Florida population are those that are being monitored presently and include: 

(1) proportion of the number of adult females producing litters each year, 
(2) average litter size, 
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(3) average litter sex ratio, 
(4) kitten survival through 12 months, 
(5) subadult survival to reproductive age, 
(6) recruitment of adults into the population of territorial breeders, 
(7) age of first breeding, 
(8) annual adult survival. 

These aspects of demography have been monitored for a number of years and they will be 
maintained in a studbook database, so that a baseline exists for comparison to the future 
genetically restored population. 

Some of these demographic parameters may well improve following genetic restoration, 
as effects of previous inbreeding are reversed, and it is unlikely that any components of fitness 
would decrease as a result of the planned genetic management. In the unlikely event that the 
monitoring reveals a decrease in overall fitness in the inter-crossed progeny or their descendants, 
it would be important to examine the causes of the fitness depression and evaluate whether inter­
crossed panthers should be removed from the wild population. Any outbreeding depression 
would be greatest in either the first or second generation of outcrossing. It would be possible 
at that time, if such did occur, to remove inter-crossed panthers from the wild population in south 
Florida. Even if some inter-crossed descendants remained in the wild, any decreased viability 
or fertility would eliminate genes that are poorly adapted to the Florida habitats within a few 
generations, and would lead to the evolution of new coadapted (and non-inbred) genomes. Thus, 
there is little risk that any maladaptive traits could "swamp" locally adapted traits or cause long­
term damage to population viability. 

The Role of the Captive Population in the Genetic Restoration of the Florida 
Panther 

The implementation of a genetic restoration program for Fells concolor coryi will have 
a dramatic impact on the original aspects of the captive breeding program. The need to establish 
a large reservoir of identified F elis concolor coryi to maintain a specific level of genetic diversity 
as a safeguard from extinction will no longer be required (Seal et al. 1989.) 

The role of the captive population will shift from one of preservation of the subspecies 
variability to one consistent with current objectives for genetic restoration. Institutions holding 
Florida panthers in captivity will manage them in accordance with management, research and 
educational objectives and needs identified in the genetic management plan and the Florida 
Panther Recovery Plan. 

Production of Various Generation Types To Assess Intercross Effetcs 

The number of individuals needed from various generational types (F1, F2, backcross) to 
assess fully the effect of intercrossing far exceeds the space presently available in the captive 
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population. A rough estimate is that 20-30 offspring are minimally needed for each generational 
type for adequate evaluation of the effects of intercrossing on, for example, survival rates. While 
these data can not be generated in the short tenn, they can be accumulated in time, at a rate 
compatible with the space available in the captive population. Initial strategies will be to produce 
2-3 litters each of reciprocal F1 ( i.e., Texas female x Florida male and Florida female x Texas 
male) and backcross of F1 to Florida parents (B,,), since these are the generational types most 
likely to occur first in the wild population. These intercrosses will provide enough initial data to 
detect problems that could significantly compromise the program (e.g., sterility). However, 
reciprocal F2 and F1 backcrossed to Texas parents ~) also will be produced to provide data for 
comparative purposes. The eventual goal is to increase the numbets in each generational type 
over time. 

The primary objectives of the captive population will be: 

1. Continue research on reproductive physiology, health and husbandry concerns. 

2. Specific research on assisted reproduction to improve the reliability of AI techniques. 

3. Assess results of introgression undertaken in captivity as previously outlined under 
Monitors of Genetic Admixture, Monitoring of Maladaptive Traits, Assessment and Surveillance 
of Clinical Health, and Monitoring Demographic and Fitness Parameters during Restoration. 

4. Assess the impact of inttogression in captivity on maternal behavior. 

5. Continue development of techniques that improve the success rates of large carnivore 
release programs. 

6. Production of F1 animals for reintroduction into identified habitat for expansion of the 
species into its historical range outside south Florida when feasible and provide introgressed 
panthers to other institutions, when release is not feasible, for further research and public 
education needs. 

7. Educate the public regarding panthers in Florida, their importance in the natural system 
and the recovery program. 

Each Pelis concolor in captivity that is part of this program will be evaluated as to health and 
reproductive fitness and assigned a specific role in the program. Production of F1 cats will be 
based specifically on needs of genetic restoration. Offspring that do not have a specific role or 
have fulfilled their role in the genetic restoration program will be placed in accordance with each 
institutions animal disposition policy. A serious effort must be made to produce only 
introgressed offspring that have a specific role in the restoration program due to limited space 
in participating institutions. 

Genetic Restoration 17 



References 

Arnold, S. J. 1995. Monitoring quantitative genetic vanatton and evolution in captive 
populations. In : J. Ballou, T. Foose, and M. Gilpin (eds). Population Management for Survival 
and Recovery. Columbia University Press, NY. 

Bangs, 0. 1889. The Florida puma. Proc. Biol. Soc. Wash. 13:15-17. 

Barone, M.A., M. E. Roelke, J. G. Howard, J. L. Brown, A. E. Anderson, and D. E. Wildt 
1994. Reproductive characteristics of male Florida panthers: Comparative studies from Florida, 
Texas, Colorado, Latin America, and North American zoos. J. Mamm. 75:150-162. 

Bass, 0. L. and D. S. Maehr. 1991. Do recent pather deaths in Everglades National Park 
suggest an ephermeral population? Nat. Geo. Res. and Expl. 7:427. 

Belden, R. C. 1986. Florida panther recovery plan implementation. In Cats of the World: 
Biology and Conservation and Management. Proceedings of the Second International Cat 
Symposium. Edited by Miller, S. D. and D. D. Evereu. Washington, DC. National Wildlife 
Federation. pp 159-172. 

Bolton, G.R. and S. K. Liu. 1977. Congenital heart diseases of the cat Vet. Clin. N. Arn. 
Small Animal Pract 7:341-353. 

Braunwald, E. 1992. Heart Disease: A Textbook of Cardiovascular Medicine. Philadelphia: 
W.B. Saunders. 

Burns, M. and M.N. Fraser (eds). 1964. Genetics of the Dog. Edinburgh: Oliver and Boyd. 

Claxton, J.H. and N. T. M. Yeates. 1972. The inheritance of cryptorchidism in a small crossbred 
flock of sheep. J. Hered. 63:141-144. 

Cory, C.B. 1896. Hunting and Fishing in Florida. Estes and Lauriat Boston, MA. 304 pp. 

Dunbar, M. R. 1994. Florida panther biomedical investigation. Final performance report, 1990­
1994, Endangered species project. Florida Game and Fresh Water Fish Commission. 51 pp. 

Gilpin, M. E. and M. E. Soule. 1986. Minimum viable populations: Processes of species 
extinction. In: Soule, M. E. (editor) Conservation Biology: The Science of Scarcity and 
Diversity. Sunderland, Mass. Sinauer Assoc. Pp. 19-34. 

Goldman, E. A. 1946. Classification of the races of puma. In The Puma, Mysterious American 
Cat. Edited by Young, S. P. and E. A. Goldman. Washington, DC. American Wildlife Institute, 
1946: 17 5-302. 

Genetic Restoration 18 



Lacy, R. C., J. D. Ballou, F. Princee, A. Starfield, and E. Thompson. 1994. Pedigree analysis. 
In: J. D. Ballou, T. Foose, and M. Gilpin (eds). Population Management for Survival and 
Recovery. Columbia University Press, NY. 

Lynch, H.T., K. Bachenberg, R. E. Harris and W. Becker. 1978. Hereditary atrial septal defect 
Update of a large kindred. Am. I.Dis. Child. 132:600-604. 

Maehr, D. S., E. D. Land and I. C. Roof. 1991. Social ecology of Florida panthers. Nat Geo. 
Res. and Expl. 7:414-431. 

Mascia Pierpont, M.E. and J. H. Moller. 1987. The Genetics of Cardiovascular Disease. 
Boston: Martinus Nijhoff. 

McPhee, H.C. and S. S. Buckley. 1934. Inheritance of cryptorchidism in swine. J. Hered. 
25:295-303. 

Mousseau, T. A. and D. A. Roff. 1987. Natural selection and the heritability of fitness 
components. Heredity 59: 181-197. 

O'Brien, S. J., M. E. Roelke, J. howard, J. L. Brown, A. E. Anderson, and D. E. Wildt 1990. 
Genetic introgression within the Florida panther (Felis concolor corvi). Natl. Geo. Res. 6:485-494. 

O'Brien, S. J. and E. Mayr. 1991. Bureaucratic mischief: Recognizing endangered species and 
subspecies. Science 251:1187-1188. 

Roberts, W.C. 1987. Adult Congenital Heart Disease. Philadelphia. F.A. Davis. 

Roelke, M.E., J. S. Martenson, and S. J. O'Brien. 1993. The consequences of demographic 
reduction and genetic depletion in the endangered Florida panther. Curr. Biol. 3: 340-350. 

Romagnou, SE. 1991. Canine cryptorchidism. Vet. Clin. N. Am. Small Anim. Pract. 21:533­
544. 

Seal, U. S. and R. Lacy. 1989. Florida Panther Population Viability Analysis. Report to the 
U.S. Fish and Wildlife Service. Captive Breeding Specialist Group, SSC/IUCN. Apple Valley, 
Minnesota. 

Seal, U. S. et al. 1992. Genetic Conservation and Management of the Florida Panther (Fe/is 
concolor coryi). Report to the U.S. Fish and Wildlife Service. Captive Breeding Specialist 
Group, SSC/IUCN. Apple Valley, Minnesota. 27 pp. 

SPARKS (Single Population Analysis and Record Keeping System). ISIS (International Species 
Information System). Apple Valley, Minnesota. 

Genetic Restoration 19 



Wildt, D. E. 1994. Endangered species spermatozoa: Diversity, Research and Conservation. 
Serono Symposia: Function of somatic cells in the testis. 

Wilkens, L. In press. The Florida panther, Pelis con color coryi. A morphological investigation 
of the subspecies with a comparison to other North American and South American cougars. 
Gainesville: Florida Museum of Natural History, University of Florida. 

Genetic Restoration 20 



Participants 

Stevan Arnold 
Dept. of Ecology & Evolution 
University of Chicago 
940 East 57th Street 
Chicago, IL 60637 
Ph. 315-702-6001 
Fax: 312-702-9740 

Jonathan Ballou 
National Zoological Park 
Dept. of Zoological Research 
3001 Connecticut Avenue 
Washington, DC 2000!l 
Ph. 202-673-4815 
Fax: 202-673-4686 

Oron L. Bass, Jr. 
South Florida Research Center 
Everglades National Park 
P.O. Box 279 
Homestead, FL 33030 
Ph. 305-242-7800 
Fax: 305-242-7836 

Chris Belden 
Florida Game & Fish 
Wildlife Research Laboratory 
4005 South Main St. 
Gainesville, FL 32601-9099 
Ph. 904-955-2230 
Fax: 904-376-5359 

Scott B. Citino 
White Oak Conservation Center 
White Oak Plantation 
726 Owens Road 
Yulee, FL 32097-9807 
Ph. 904-225-3340 
Fax: 904-225-3337 

Mike Dunbar 
Wildlife Research Laboratory 
4005 South Main Street 
Gainesville, Florida 32601-9099 
Ph. 904-955-2230 
Fax: 904-376-5359 

Deborah L. Halin 
Lowry Park Zoological Garden 
7530 North Boulevard 
Tampa, Florida 33604-4756 
Ph. 813-935-9486 
Fax: 813-935-9486 

Phil Hedrick 
Dept. of Zoology 
Arizona State University 
Tempe, AZ 85287-1501 
Ph. 602-965-0789 
Fax: 602-965-2519 

JoGayle Howard 
National Zoological Parle 
3001 Block of 
Connecticut Avenue N.W. 
Washington, DC 20008 
Ph. 202-673-4793 
Fax: 202-673-4733 

Ken Johnson 
Florida Game & Fresh Water Fish 
Commission 

556 Commercial Boulevard 
Naples, Florida 33942 
Ph. 813-643-4220 
Fax: Same. 

Genetic Restoration 21 



Dennis B. Jordan 
U.S. Fish & Wildlife Service 
117 Newins-Ziegler Hall 
University of Florida 
Gainesville, FL 32611-0307 
Ph. 904-392-1861 
Fax: 904-846-0841 

Robert Lacy 
Dept. of Conservation Biology 
Brookfield Zoo 
Brookfield, Illinois 60513 
Ph. 315-682-3571 
Fax: Same. 

E. Darrell Land 
Florida Game & Fish Commission 
566 Commercial Boulevard 
Naples, Florida 33942 
Ph. 813-643-4220 
Fax: Voice phone. 

Tom Logan 
Florida Game & Fish Commission 
620 S. Meridian 
Tallahassee, Florida 32301 
Ph. 904-488-3831 
Fax: 904-488-6988 

John Lukas 
White Oak Conservation Center 
White Oak Plantation 
726 Owens Road 
Yulee, FL 32097-9807 
Ph. 904-225-3340 
Fax: 904-225-3339 

Stephen J. O'Brien 
National Cancer Institute 
Bldg. 560, Room 21-105 
Frederick, MD 21701-1013 
Ph. 301-846-1296 
Fax: 301-846-1686 

Douglas Page 
Jacksonville Zoological Park 
8605 Zoo Road 
Jacksonville, FL 32218-5769 
Ph. 904-757-4463 
Fax: 904-757-4315 

Ulysses S. Seal 
IUCN/SSC Conservation Breeding 

Specialist Group (CBSG) 
12101 Johnny Cake Ridge Road 
Apple Valley, MN 55124-8151 
Ph. 612-431-9325 
Fax: 612-432-2757 

Bill Zeigler 
Miami Metrozoo 
12400 S.W. 152nd Street 
Miami, FL 33177-1499 
Ph. 305-251-0403 
Fax: 305-378-6381 

Genetic Restoration 22 



The work of the Conservation Breeding Specialist Group is made possible by generous contributions 
from the following members of the CBSG Institutional Conservation Council 

Conservators ($HJ,OOO and above) 
Au.stralasian Species Management Program 
Chicago Zoological Society 
Columbus Zoological Gardens 
Denver Zoological Gardens 
Fossil Rim Wildlife Center 
Friends of Zoo Atlanta 
Greater Los Angeles Zoo Association 
International Union of Directors of 
Zoological Gardens 


Metropolitan Toronto Zoo 

Minnesota Zoological Garden 

New York Zoological Society 

Omaha:, Henry Doorly Zoo 

Saint Louis Zoo 

Sea World, Inc. 

White Oak Plantation 

Zoological Society of Cincinnati 

Zoological Society of San Diego 


Guardians ($5,000-$9,999) 
Cleveland Zoological Society 
John G, Shedd Aquarium 
Loro Parque 
Lubee Foundation 
Nortn Carolina Zoological Park 
Toledo Zoological Society 
Wild Animal Habitat 
Zoological Pruks Board of 
New South Wales 

Protectors ($1,000-$4,999) 
Audubon Institute 
Bristol Zoo 
Caldwell Zoo 
Calgary Zoo 
Cologne Zoo 
Detroit Zoological Park 
El Paso Zoo 
Federation of Zoological Gardens of 
Great Britain and Ireland 

Fort Wayne Zoological Society 
Gladys Porter Zoo 
Indianapolis Zoological Society 
International Aviculturists Society 
Japanese Association of Zoological Parks 
and Aquariums 


Jersey Wildlife Preservation Tru~t 

Lincoln Park Zoo 

The Llvlng Desert 

Marwell Zoological Park 

Milwaukee County Zoo 

NOAHS Center 

North of England Zoological Society, 

Chester Zoo 


Oklahoma City Zoo 

Paignton Zoological and 

Botanical Gardens 

Penscynor Wildlife Park 
Philadelphia Zoological Garden 
Phoenix Zoo 
Pittsbwgh Zoo 
Riverbanks Zoological Pad< 
Royal Zoological Society of Antwerp 
Royal Zoological Society of Scotland 
San Francisco Zoo 
Schoenbrunn Zoo 
Sedgwick County Zoo 
Sunset Zoo (10 year commitment) 
Taipei Zoo 
The WILDS 
Too Zoo, Gulf Breeze, FL 
Urban Council of Hong Kong 
Washington Park Zoo 
Wassenaar Wildlife Breeding Centre 
Wilhelma Zoological Garden 
Woodland Park Zoo 
Yong-In Fannland 
Zoological Society of London 
Zurich Zoological Garden 

Stewards ($500-$999) 
Aalborg Zoo 
Arizomi:~Sonora Desert Museum 

BanhamZoo 
Copenhagen Zoo 
Cotswold Wildlife Pad: 
Dutch Federation of Zoological Gardens 
Brie Zoological Park 
Fom Wildlife Park 
Givskud Zoo 
Granby Zoological Society 
International Zoo Veterinary Group 
Knoxville Zoo 
National Geogr.aphic Magazine 
National Zoological Gardens 
of Sonth Africa 

Odense Zoo 
Orana Park Wildlife Trust 
Paradise Park 
Perth Zoological Gardens 
Porter Charitable Trust 
Rolling Hills Ranch (5 year commitment) 
RootockZoo 
Royal Zoological Society 
of Southern Australia 

Rotterdam Zoo 
Tierpark Rheine 
1'wycross Zoo 
Union of German Zoo Directors 
Wellington Zoo 
World Parrot '!'rust 
Zoo de la Casa de Campc,.Madrid 
Welsh Mt. Zoo/Zoological Society of 
Wales 

Curators ($250-$499) 
Camperoown Wildlife Center 
Emporia Zoo 
Roger Williams Zoo 
Thtlgby Hall Wildlife Gardens 
Topeka Zoological Park 
Tropical Bird Garden 

SpensOF8 ($50-$249) 
African Safari 
Apenheul Zoo 

Belize Zoo 
Claws 1n Paws 
Dann.stadt Zoo 
Dreher Park 2.oo 
Fota Wildlife Park 
Great Plains Zoo 
Hancock House Publisher 
Kew Royal Botanic Gardens 
Lisbon Zoo 
Miller Park Zoo 
Nagoya Aquarium 
National Audubon Society~Research 
Ranch Sanctuary 


National Aviary in Pittsburgh 

Parco Faunistioo "La Torblera" 

Potter Park Zoo 

Raoine Zoological Society 

Tenerl.fe Zoo 

Tokyo Zoological Park 

Touro Paro-France 


Supporters ($25-$49) 
Alameda Park Zoo 
American Loriinae Conservancy 
Brandywine Zoo 
Danish College of Animal Keepers 
DGHT Arbeitsgruppe Anuren 
Folsom Ci1ildren's Zoo & Botanical 
Garden 

International Crane Foundation 
Jardin aux Oiseaux 
King Khalid Wildlife Research Center 
Lee Richardson Zoo 
Natal Park, Board 
Oglebay's Good Cnildren's Zoo 
Royal Zoological Society of Ireland 
Safari Park 
Speedwell Bird Sanctuary 
Sylvan Heights Waterfowl 
Ueno Zoological Gardens 
Wildlife Biometrics. Inc, 
Wildwood Park Zoo 

14 September 1994 

http:Tenerl.fe

	Structure Bookmarks
	A PLAN FOR GENETIC RESTORATION AND MANAGEMENT OF .
	Executive Summary 
	Objectives and Strategies 
	Introduction 

	Translocation and Monitoring 
	Selection ofAnimals for Translocation 
	Identifying Potential Release Sites 
	Monitoring and Evaluating Translocated Animals 

	Monitors of Genetic Admixture 
	Pedigree Analysis 
	Morphological Characters 
	Monitoring of Maladaptive Traits 


	Maladaptive traits 
	Health Screening and Quarantine of Ca:ndidotes for Tra:nslocotion 
	Restoration Program 

	The Role of the Captive Population in the Genetic Restoration of the Florida Panther 
	Production of Various Generation Types To Assess Intercross Effetcs 
	The primary objectives of the captive population will be: 
	References 
	Participants 







